
平成30年度第6回技術室主催
東京大学医科学研究所テクニカルセミナー
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2018年11月21日(水)
13:30 ‒ 14:30
X��ご質問もセミナー後に(14:30～)承ります。

��

U|�5491<�6>�V^�
(�$�*N"q�����eK+
8.7;Fn���(�
'��(
 �Opm~Ix�S��rj�	
'��$�'����&��iC�
!���l�[
������R�
&('�

�2:6�� ��3@�&_#
'+8.7;Fn��u���(1) +
8.7;� D��(2) +8.7;�
eK���%��L��'����
�eKWQ�

�+8.7;Fn
�}������(3) bks0�-A
/�*�
�+8.7;Fn���
%��h��	'���L���{
�x�z�*U|�WQa�*Y�
��&Ho�'�

EPIGENETIC MECHANISMS
are affected by these factors and processes: 

Development t� (in utero, childhood)
Environmental chemicalst�
Drugs/Pharmaceuticalst�
Agingt�
Diett�

CHROMOSOME

CHROMATIN

DNA

HISTONE TAIL

HISTONE TAIL

DNA accessible, gene active

DNA inaccessible, gene inactive
Histones are proteins around which 
DNA can wind for compaction and 
gene regulation.
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METHYL GROUP

DNA methylation
Methyl group (an epigenetic factor found 
in some dietary sources) can tag DNA 
and activate or repress genes. 

Histone modification
The binding of epigenetic factors to histone “tails” 
alters the extent to which DNA is wrapped around 
histones and the availability of genes in the DNA 
to be activated. 

HEALTH ENDPOINTS
Cancert�
Autoimmune diseaset�
Mental disorderst�
Diabetest�

Cited from the National Institutes of Health (http://commonfund.nih.gov/epigenomics/figure.aspx)


