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The rapid development of deep sequencing and computational technologies has provided
utmost opportunities to explore the structure and functionality of microbial communities
associated with our body surfaces. The bacteria have been the primary focus of these efforts.
Less data is currently available to similarly characterize the fungal microbiota —

the mycobiota. Nevertheless, recent studies have revealed that host-associated fungal
populations are also dynamic and responsive to environmental and pathophysiological
changes. Here I will discuss how mucosal immunity responds and has been trained to interact
with fungi in the gut. I will define specific patterns associated with fungal dysbiosis, point
towards fungal species that expand in the human gut during intestinal disease and will discuss
mechanisms of intestinal domination by gut-native fungal species. [ will further discuss

mechanisms of innate immune recognition of intestinal fungi under homeostatic conditions
and during inflammation.
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