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Our major missions are to coordinate institutional projects and to enhance the
mutual cooperation and alliance among teaching and research staff, administration
staff, and technical staff in order to execute the activities in our institute effectively.
For these purposes, we carry out several tasks such as planning for new
institutional research programs and symposiums, fundraising, supporting
international students and researchers, outreach activities, providing academic
advice to administration staff, and other projects directed by the Dean. In May
2023, the Project Coordination Office merged with the former International Affairs
Office, which was responsible for public relations and language support, to
strengthen its functions. On the public relations front, the Office continues to focus
on an effective PR strategy including publishing new information about a variety of
scientific research conducted by IMSUT on its official website and social media.
The Office is also working to increase IMSUT s international presence through
press releases in both Japanese and English, and IMSUT s PR magazines. On the
language support side, the Office provides translation support from Japanese to

English to create a more inclusive working environment for all IMSUT members.

1. Support for the management of institutional
projects

Kiyomi Nakagawa, Yoko Udagawa, Ayako Miyake

We served as a secretariat for institutional projects
implemented by the Institute of Medical Science, the
University of Tokyo (IMSUT) and supported their
management. The projects we supported are as fol-
lows:

- “Studies to Control Emerging, Re-emerging and Im-
ported Infectious Diseases to Be Conducted in Inter-
national Collaboration Sites in China” supported by
Japan Program of Infectious Diseases Research and
Infrastructure from Japan Agency for Medical Re-
search and Development (AMED)

- “World-leading Innovative Graduate Study Pro-
gram for Life Science and Technology (WINGS-LST)"
supported by the Doctoral Program for World-lead-
ing Innovative & Smart Education from Japan Society

for the Promotion of Science (JSPS)
- On-campus job project for student financial support
FY 2025

2. International Joint Usage/Research Center
Program of MEXT
(International Joint Usage/Research Center Of-
fice)

Kaori Inoue

Accredited by MEXT in 2010 as a Joint Usage/Re-
search Center and in 2018 as an International Joint
Usage/Research Center (IJURC), IMSUT serves as a
global hub for universities and research institutions,
promoting international collaborative research to ad-
vance both basic and applied medical science and re-
alize cutting-edge medical care.

The IJURC Office, functioning as the management
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office for this initiative, undertakes the following re-
sponsibilities in partnership with the Research Pro-
motion Team:
* Managing calls for joint research proposals
* Preparing evaluation materials for MEXT
* Hosting seminars led by IMSUT Joint Research
Project (JRP) Researchers
* Creating presentation materials to introduce
IJURC's activities
¢ Organizing academic events for students and
young researchers
e Contributing articles on IJURC's joint research
to the IMSUT PR magazine

The IJURC Office compiles these activities and
achievements into an annual report submitted to
MEXT. In 2024, IMSUT's efforts and achievements,
aligned with the goals of this initiative, received high
recognition, earning the highest “S” rating in the inter-
im evaluation for the 4th Mid-term Goals period
(from FY2022 to FY2027) and maintaining its top rat-
ing from the previous evaluation at the end of the 3rd
term.

3. Data acquisition about research and educa-
tional activities of IMSUT

Kiyomi Nakagawa

We collected and stocked data using an original
format to construct a data system available any time
for evaluation, submission of various reports, public
relations activities, and basic data for application of
external funds

4. Public relations (Press Releases, PR magazine
“PLATINUM STREET TIMES”)

Mariko Oka, Kiyomi Nakagawa

Working alongside Ms. Reiko Suzuki from the IM-
SUT Technical Office’s research communications
team, we published over 50 press releases in both Jap-
anese and English. These releases, detailing various
new findings from IMSUT, were distributed to media
outlets and science journalists, as well as shared glob-
ally via our official website and EurekAlert!.

Furthermore, in collaboration with faculty mem-
bers belonging to the Public Relations Magazine
Working Group, we published the public relations
magazine “PLATINUM STREET TIMES” in June and
December 2025. The June issue featured messages for
the future of IMSUT, while the December issue high-
lighted research achievements on vaccines at IMSUT.

We continue to conduct public relations activities
using social media platforms such as X and Facebook.

5. Language support
Kazuyo Ohara

The language support section continues to work
closely with the Executive Board and administrative
staff to ensure that important notices and updates are
communicated in English to international members
of IMSUT. In 2025, the section provided a broad range
of translation services, including Dean Iwama’s inau-
guration message, a scenario and reference document
for an internal emergency drill, and a complete Eng-
lish version of the research ethics review application
system, which had previously been available only in
Japanese until this year’s major revision. By providing
tailored language services, the section aims to fulfil its
role in fostering a more inclusive working environ-
ment for all members of IMSUT.

6. Others
Kiyomi Nakagawa, Ayako Miyake, Yoko Udagawa

a. Educational activities:

- Support for the call for applications and the selection
of the Outstanding Student Publication Award of IM-
SUT

b. International activities:

- Support for the conclusion and renewal of MOUs

- Support for the delegation and management of in-
ternational exchange events, “East Asia Joint Sympo-
sium on Biomedical Research” and “International
Symposium of the Institute Network for Biomedical
Sciences”

- Translation of documents and manuscripts

- Support for foreign researchers by providing assis-
tance in English

- Support for reception of overseas visitors

- Support for management of the University of Tokyo
New York Office, Inc. and its event organization

c. Public relations:

- Support for updating information on the IMSUT
website

- Editing of brochures of IMSUT (Japanese and Eng-
lish versions) and support for edition of the Annual
Report

d. Support for evaluation work:

- National university corporation evaluation

- Self-Assessment of IMSUT

- External review of IMSUT
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The “Platforms for Advanced Technologies and Research Resources” (square.
umin.ac.jp/platform) was launched in fiscal year (FY) 2022 under the new
framework of the Grant-in-Aid for Transformative Research Areas (A) by the
Ministry of Education, Culture, Sports, Science, and Technology (MEXT). It consists
of six platforms, four of which support life science research. These platforms have
been developed and strengthened based on previous programs: “Support
Programs for Three Fields in Life Sciences (Cancer, Genome, and Brain Sciences)”
(FY 2010-2015) and “Platforms for Advanced Technologies and Research
Resources” (FY 2016—-2021). The initiative aims to establish academic research
support platforms that effectively address the diverse needs of researchers funded
by grants-in-aid for Scientific Research (KAKENHI). It also strives to promote close
cooperation with relevant core institutions including Inter-University Research
Institutes and Joint Usage/ Research Centers. Our office primarily serves as the
representative secretariat for the “Committee on Promoting Collaboration in Life
Sciences”, an academic collaborative foundation, and coordinates with the four
platforms mentioned above. The goal is to contribute to the continuous progress of
academic research in Japan by providing cutting-edge technologies and biological
resources to individual researchers receiving KAKENHI. We also aim to strengthen
cooperation among researchers across different support functions and disciplines,
while promoting the development of human resources. To achieve this, the General
Management Group was established to facilitate close cooperation among the four
platforms, which include 53 universities and 22 research institutions nationwide,
and provide more than 70 support functions. In 2016, our office was established
within this institute as the Dean’'s Office to enable flexible management.
Furthermore, we hold several management board meetings with 21 members,
including representatives from the four platforms and 17 board members. This
helps build a cooperative system that facilitates cross-functional support and
provides technical assistance to universities and research institutions nationwide.
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Management of the “Committee on Promoting
Collaboration in Life Sciences” and the two plat-
forms: Advanced Animal Model Support (AdAMS)
and Cohort Study and Biospecimen Analysis (Co-
BiA):

Tomoko Fujita, Yuko Sonoda, Ayumi Shimase, Atsu-
shi Takano, Yataro Daigo, Jun-ichiro Inoue, and
Mutsuhiro Takekawa

The following activities were carried out under

the management of our office in 2025.

1. Planning and organizing budget allocations.
2. Providing a one-stop service to applicants through

our website.

. Organizing events to foster the development of

young scientists and promote interdisciplinary re-
search.

. Organization of public symposiums to communi-

cate life science research to the general public.
Conducting informational sessions for target ap-
plicants and posting videos of the sessions on our
website.

Carrying out public relations activities, including
organizing luncheon seminars, participating in
life science conference exhibitions, and posting
updates on social media platforms such as X, Ins-
tagram, and Facebook.

. Facilitating collaboration between our platforms

and other domestic and international organiza-
tions supporting life science research.
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In 2003, BioBank Japan (BBJ) was launched as one of the world's largest disease-
oriented biobanks, establishing a robust foundation for genomic and clinical
research. BBJ has collected DNA, serum samples, and detailed medical records
from approximately 267,000 patients, encompassing about 440,000 cases across
51 primarily multifactorial diseases. By actively promoting the utilization of these
biospecimens and associated data—including longitudinal clinical information as
well as genomic, metabolomic, and proteomic datasets accumulated over the
years—BBJ has generated numerous important research findings that contribute to
the advancement of personalized medicine.

Publication

1. ChoiCK, Yang ], Shin M, Cho S, Jia W, Kim J, Shin

A, Kim D, Matsuo K, Jee SH, Matsuda K, Gao Y,
Shu X, Zheng W and Kweon S. The Association
between Genetically Predicted C-Reactive Protein
Levels and Risk of Colorectal Cancer in an East
Asian Population: Two-Sample Mendelian Rand-
omization. Cancer Epidemiol Biomarkers Prev.
2025.

. Takase M, Nakaya N, Kogure M, Hatanaka R, Na-
kaya K, Chiba I, Tokioka S, Nochioka K, Nakamu-
ra T, Tsuchiya N, Hirata T, Koshiba S, Kumada K,
Motoike I, Hishinuma E, Narita A, Obara T, Ishi-
kuro M, Ohseto H, Takahashi I, Kobayashi T, Kod-
ama EN, Hamanaka Y, Orui M, Ogishima S, Na-
gaie S, Fuse N, Sugawara J, Kuriyama S, Matsuda
K, Izumi Y, Ohneda K, Kinoshita K, Hozawa A
and Yamamoto M. Association of Circulating Me-
tabolites and Polygenic Risk Score with Incident
Type 2 Diabetes: A Prospective Community-Based
Cohort Study. Cardiovasc Diabetol. 24:335, 2025.

3. Takehara Y, Usui Y, Stolarfova L, Kleiblova P, Iwa-

saki Y, Johnson TA, Hirata M, Kamatani Y, Mu-
rakami Y, Endo M, Shiraishi K, Kohno T, Sugano
K, Matsuda K, Yoshida T, Spurdle AB, Nakagawa
H, Macurek L, Kleibl Z and Momozawa Y.
Case-Control Study for 23 Cancer Types with
Functional Analysis of CHEK2: Risk Estimation
and Clinical Recommendations in East Asia. JCO
Precis Oncol. 9 2400945, 2025.

. UsuiY, Endo M, Iwasaki Y, lijima H, Nakagawa H,

Matsuda K and Momozawa Y. Clinical Significance
of TP53-Mutant Clonal Hematopoiesis Across Dis-
eases. Blood Cancer Discov. 6:298-306, 2025.

. Zhang Y, Sakaue S, Morris S, Graff M, Yamamoto

K, Chen Z, Li L, Keller MC, Goddard ME, Walters
RG, Okada Y, Visscher PM and Yengo L. The Con-
tribution of Gametic Phase Disequilibrium to the
Heritability of Complex Traits. Nat Genet. 57:1418-
1425, 2025.

6. Yata T, Sato G, Ogawa K, Naito T, Sonehara K, Saiki
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10.

11.

R, Edahiro R, Namba S, Watanabe M, Shirai Y,
Yamamoto K, NamKoong H, Nakanishi T, Yamamo-
to 'Y, Hosokawa A, Yamamoto M, Oguro-Igashira E,
Nii T, Maeda Y, Nakajima K, Nishikawa R, Tanaka
H, Nakayamada S, Matsuda K, Nishigori C, Sano S,
Kinoshita M, Koike R, Kimura A, Imoto S, Miyano S,
Fukunaga K, Mihara M, Shimizu Y, Kawachi I, Mi-
yamoto K, Tanaka Y, Kumanogoh A, Niino M, Na-
katsuji Y, Ogawa S, Matsushita T, Kira J, Mochizuki
H, Isobe N, Okuno T and Okada Y. Contribution of
Germline and Somatic Mutations to Risk of Neuro-
myelitis Optica Spectrum Disorder. Cell Genom.
5:100776, 2025.

Edahiro R, Sato G, Naito T, Shirai Y, Saiki R, Sone-
hara K, Tomofuji Y, Yamamoto K, Namba S, Sasa
N, Nagao G, Wang QS, Takahashi Y, Hasegawa T,
Kishikawa T, Suzuki K, Liu Y, Motooka D, Takuwa
A, Tanaka H, Azekawa S, Namkoong H, Koike R,
Kimura A, Imoto S, Miyano S, Kanai T, Fukunaga
K, Uemura M, Morita T, Kato Y, Hirata H, Takeda
Y, Doki Y, Eguchi H, Okuzaki D, Sakakibara S,
Ogawa S, Kumanogoh A and Okada Y. Decipher-
ing State-Dependent Immune Features from Mul-
ti-Layer Omics Data at Single-Cell Resolution. Nat
Genet. 57:1905-1921, 2025.

Yamamoto Y, Shirai Y, Sonehara K, Namba S, Oji-
ma T, Yamamoto K, Edahiro R, Suzuki K, Kanai A,
Oda'Y, Suzuki Y, Morisaki T, Narita A, Takeda Y,
Tamiya G, Yamamoto M, Matsuda K, Kumanogoh
A, Yamauchi T, Kadowaki T and Okada Y. Dissect-
ing Cross-Population Polygenic Heterogeneity
Across Respiratory and Cardiometabolic Diseas-
es. Nat Commun. 16:3765, 2025.

Takase M, Nakaya N, Kogure M, Hatanaka R, Na-
kaya K, Chiba I, Tokioka S, Nochioka K, Nakamu-
ra T, Tsuchiya N, Hirata T, Kanno I, Narita A,
Obara T, Ishikuro M, Ohseto H, Takahashi I, Uru-
no A, Kobayashi T, Kodama EN, Hamanaka Y,
Orui M, Ogishima S, Nagaie S, Fuse N, Sugawara
J, Kuriyama S, Matsuda K, Izumi Y, Kinoshita K,
Tamiya G, Hozawa A and Yamamoto M. Effect of
Healthy Lifestyle on Renal Dysfunction Risk: In-
teractions with Genetic Risk. Clin Kidney J. 18:
sfaf275, 2025.

Takase M, Nakaya N, Nakamura T, Kogure M,
Hatanaka R, Nakaya K, Chiba I, Tokioka S, Kanno
I, Nochioka K, Tsuchiya N, Hirata T, Narita A,
Obara T, Ishikuro M, Ohseto H, Uruno A, Kobayas-
hi T, Kodama EN, Hamanaka Y, Orui M, Ogishi-
ma S, Nagaie S, Fuse N, Sugawara J, Kuriyama S,
Matsuda K, Izumi Y, Kinoshita K, Tamiya G, Ho-
zawa A and Yamamoto M. Genetic Risk, Lifestyle
Adherence, and Risk of Developing Hyperuricae-
mia in a Japanese Population. Rheumatology (Ox-
ford). 64:2591-2600, 2025.

Enzan N, Miyazawa K, Koyama S, Kurosawa R,
Ieki H, Yoshida H, Takechi F, Fukuyama M, Osako
R, Tomizuka K, Liu X, Ozaki K, Onouchi Y, Mat-
suda K, Momozawa Y, Aburatani H, Kamatani Y,

12.

13.

14.

Yamaguchi T, Akazawa H, Node K, Ellinor PT,
Levin MG, Damrauer SM, Voight BF, Joseph J, Sun
YV, Terao C, Ninomiya T, Komuro I and Ito K. Ge-
nome-Wide Analysis of Heart Failure Yields In-
sights into Disease Heterogeneity and Enables
Prognostic Prediction in the Japanese Population.
Nat Commun. 16:9680, 2025.

Noguchi E, Morii W, Kitazawa H, Hirota T, Sone-
hara K, Masuko H, Okada Y and Hizawa N. A Ge-
nome-Wide Meta-Analysis Reveals Shared and
Population-Specific Variants for Allergic Sensitiza-
tion. ] Allergy Clin Immunol. 155:1321-1332, 2025.
Small A M, Yang T, Itoh S, Thériault S, Dufresne L,
Kurosawa R, Komuro I, Matsuda K, Vy HMT, Far-
ber-Eger EH, Shaffer LL, Boulier KM, Corey KM,
Ramaker ME, Laporte F, Schott ], Le Scouarnec S,
Singh SA, Sonawane AR, Smith HA, Rafaels N,
Ghouse ], Raja AA, Ostrowski SR, Serensen E,
Mikkelsen C, Pedersen OB, Erikstrup C, Ullum H,
Sveinbjornsson G, Gudbjartsson DF, Abner E, Lee
J, Ganna A, Nowak-Gottl U, Finer S, Schumacher J,
Maj C, Al-Kassou B, Nickenig G, Trenkwalder T,
Drepen M, Krane M, N6then MM, Moksnes MR,
Brumpton BM, Knight S, Knowlton KU, Nadauld
L, Debiec R, Musameh MD, Braund PS, Nelson
CP, Czuba T, Melander O, Selvaraj MS, Koyama S,
Bhukar R, Ruan Y, Ljungberg J, Damrauer SM,
Levin MG, Franke A, Berger K, Ruff CT, Melloni
GEM, Kamanu FK, Ito K, Do R, Loos RJF, Schun-
kert H, Wells QS, Shah SH, Le Tourneau T, Messi-
ka-Zeitoun D, Gignoux C, Bundgaard H, Larsson
SC, Michaélsson K, Holm H, Helgadottir A, Esko
T, van Heel DA, Mathieu P, Samani NJ, Smith JG,
Soderberg S, Rader DJ, Marston NA, Sabatine MS,
Pasaniuc B, Cho K, Wilson PWF, O'Donnell CJ,
Stefansson K, Bossé Y, Aikawa E, Engert JC, Peloso
GM, Natarajan P and Thanassoulis G. Genomic
and Transcriptomic Analyses of Aortic Stenosis
Enhance Therapeutic Target Discovery and Dis-
ease Prediction. Nat Genet. 2025.

Cho H, Shiraishi K, Sunami K, Momozawa Y,
Yoshida T, Matsumoto S, Matsuda K, Saito M,
Goto A, Honda T, Mochizuki A, Torasawa M, Dai-
go Y, Shimizu K, Kunitoh H, Yoshida Y, Hirata M,
Shimada Y, Ueki M, Ono H, Gotoh M, Igawa YS,
Tateishi A, Yamaguchi Y, Higashiyama RI, Machi-
da E, Iwasaki M, Kawai Y, Yasuda H, Hamamoto J,
Imoto I, Matsushita H, Takata S, Aoi T, Kaneko S,
Kuchiba A, Shimomura A, Fukami M, Hattori K,
Ozaki K, Asano Y, Project B], Takano A, Kobayashi
M, Miyagi Y, Tanaka K, Suzuki H, Yamaura T,
Yoshida T, Goto Y, Horinouchi H, Miyazaki Y, Ito
H, Nagashima T, Ohtaki Y, Imai K, Minamiya Y,
Okubo K, Inazawa J, Shiraishi Y, Tokunaga K,
KamataniY, Yatabe Y, Goto K, Tsuboi M, Watanabe
S, Ohe Y, Murakami Y, Matsuo K, Hamamoto R
and Kohno T. Genomic Profiles of Pathogenic and
Moderate-Penetrance Germline Variants Associat-
ed with Risk of Early-Onset Lung Adenocarcino-
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15.

ma. ] Thorac Oncol. 20:1626-1638, 2025.

O'Connell K S, Koromina M, van der Veen T, Boltz
T, David FS, Yang JMK, Lin K, Wang X, Coleman
JRI, Mitchell BL, McGrouther CC, Rangan AV,
Lind PA, Koch E, Harder A, Parker N, Bendl J,
Adorjan K, Agerbo E, Albani D, Alemany S, Al-
liey-Rodriguez N, Als TD, Andlauer TFM, Antoni-
ou A, Ask H, Bass N, Bauer M, Beins EC, Bigdeli
TB, Pedersen CB, Boks MP, Barte S, Bosch R, Brum
M, Brumpton BM, Brunkhorst-Kanaan N, Budde
M, Bybjerg-Grauholm J, Byerley W, Cabana-
Dominguez J, Cairns M], Carpiniello B, Casas M,
Cervantes P, Chatzinakos C, Chen H, Clarence T,
Clarke T, Claus I, Coombes B, Corfield EC, Cruce-
anu C, Cuellar-Barboza A, Czerski PM, Dafnas K,
Dale AM, Dalkner N, Degenhardt F, DePaulo JR,
Djurovic S, Drange OK, Escott-Price V, Fanous
AH, Fellendorf FT, Ferrier IN, Forty L, Frank ],
Frei O, Freimer NB, Fullard JF, Garnham ], Gizer
IR, Gordon SD, Gordon-Smith K, Greenwood TA,
Grove ], Guzman-Parra J, Ha TH, Hahn T, Har-
aldsson M, Hautzinger M, Havdahl A, Heilbron-
ner U, Hellgren D, Herms S, Hickie IB, Hoffmann
P, Holmans PA, Huang M, lkeda M, Jamain S,
Johnson JS, Jonsson L, Kalman JL, Kamatani Y,
Kennedy JL, Kim E, Kim ], Kittel-Schneider S,
Knowles JA, Kogevinas M, Kranz TM, Krebs K,
Kushner SA, Lavebratt C, Lawrence ], Leber M,
Lee H, Liao C, Lucae S, Lundberg M, Maclntyre
DJ, Maier W, Maihofer AX, Malaspina D, Manchia
M, Maratou E, Martinsson L, Mattheisen M,
McGregor NW, McInnis MG, McKay JD, Medei-
ros H, Meyer-Lindenberg A, Millischer V, Morris
DW, Moutsatsou P, Miihleisen TW, O'Donovan C,
Olsen CM, Panagiotaropoulou G, Papiol S,
Pardifias AF, Park HY, Perry A, Pfennig A, Pisanu
C, Potash JB, Quested D, Rapaport MH, Regeer EJ,
Rice JP, Rivera M, Schulte EC, Senner F, Shadrin
A, Shilling PD, Sigurdsson E, Sindermann L, Sirig-
nano L, Siskind D, Slaney C, Sloofman LG,
Smeland OB, Smith DJ, Sobell JL, Soler Artigas M,
Stein DJ, Stein F, Su M, Sung H, Swia;ckowska B,
Terao C, Tesfaye M, Tesli M, Thorgeirsson TE,
Thorp JG, Toma C, Tondo L, Tooney PA, Tsai S,
Tsermpini EE, Vawter MP, Vedder H, Vreeker A,
Walters JTR, Winsvold BS, Witt SH, Won H, Ye R,
Young AH, Zandi PP, Zillich L, Adolfsson R, Alda
M, Alfredsson L, Backlund L, Baune BT, Bellivier
F, Bengesser S, Berrettini WH, Biernacka JM,
Boehnke M, Borglum AD, Breen G, Carr V], Catts
S, Cichon S, Corvin A, Craddock N, Dannlowski
U, Dikeos D, Etain B, Ferentinos P, Frye M, Fuller-
ton JM, Gawlik M, Gershon ES, Goes FS, Green
MJ, Grigoroiu-Serbanescu M, Hauser J, Henskens
FA, Hjerling-Leffler ], Hougaard DM, Hveem K,
Iwata N, Jones I, Jones LA, Kahn RS, Kelsoe JR,
Kircher T, Kirov G, Kuo P, Landén M, Leboyer M,
Li QS, Lissowska ], Lochner C, Loughland C,
Luykx JJ, Martin NG, Mathews CA, Mayoral F,

16.

17.

18.

McElroy SL, McIntosh AM, McMahon FJ, Med-
land SE, Melle I, Milani L, Mitchell PB, Morken G,
Mors O, Mortensen PB, Miiller-Myhsok B, Myers
RM, Myung W, Neale BM, Nievergelt CM, Nor-
dentoft M, Nothen MM, Nurnberger JI, O'Dono-
van MC, Oedegaard K], Olsson T, Owen M],
Paciga SA, Pantelis C, Pato CN, Pato MT, Patrinos
GP, Pawlak JM, Ramos-Quiroga JA, Reif A, Rein-
inghaus EZ, Ribasés M, Rietschel M, Ripke S, Rou-
leau GA, Roussos P, Saito T, Schall U, Schalling M,
Schofield PR, Schulze TG, Scott L], Scott R], Serret-
ti A, Smoller JW, Squassina A, Stahl EA, Stefans-
son H, Stefansson K, Stordal E, Streit F, Sullivan
PF, Turecki G, Vaaler AE, Vieta E, Vincent B,
Waldman ID, Weickert CS, Weickert TW, Werge T,
Whiteman DC, Zwart ], Edenberg HJ, McQuillin
A, Forstner AJ, Mullins N, Di Florio A, Ophoff RA
and Andreassen OA. Genomics Yields Biological
and Phenotypic Insights into Bipolar Disorder.
Nature. 639:968-975, 2025.

Sonehara K, Uwamino Y, Saiki R, Takeshita M,
Namba S, Uno S, Nakanishi T, Nishimura T, Naito
T, Sato G, Kanai M, Liu A, Uchida S, Kurafuji T,
Tanabe A, Arai T, Ohno A, Shibata A, Tanaka S,
Wakui M, Kashimura S, Tomi C, Hara A, Yoshika-
wa S, Gotanda K, Misawa K, Tanaka H, Azekawa
S, Wang QS, Edahiro R, Shirai Y, Yamamoto K, Na-
gao G, Suzuki T, Kiyoshi M, Ishii-Watabe A, Hi-
gashiue S, Kobayashi S, Yamaguchi H, Okazaki Y,
Matsumoto N, Masumoto A, Koga H, Kanai A,
Oda'Y, Suzuki Y, Matsuda K, Kitagawa Y, Koike R,
Kimura A, Kumanogoh A, Yoshimura A, Imoto S,
Miyano S, Kanai T, Fukunaga K, Hasegawa N,
Murata M, Matsushita H, Ogawa S, Okada Y and
Namkoong H. Germline Variants and Mosaic
Chromosomal Alterations Affect COVID-19 Vac-
cine Immunogenicity. Cell Genom. 5:100783, 2025.
Yazaki S, Kitadai R, Momozawa Y, Yoshida T,
Yamanaka T, Shiino S, Yamauchi C, Harano K, Sai-
to M, Hirotsu Y, Aiba H, Hamamoto R, Shimizu C,
Shimomura A, Shimoi T, Sudo K, Yoshida M, Su-
nami K, Shiraishi Y, Kuchiba A, Hori M, Katanoda
K, Takata S, Ogawa A, Torasawa M, Mochizuki A,
Shimada Y, Hiranuma K, Fujii E, Hirata M,
Yamashita Y, Kogawa T, Murata T, Fujiwara S, Mi-
yagi Y, Nakagomi H, Tachibana K, Matsuda K,
Murakami Y, Tokunaga K, Kawai Y, Project BJ,
Omata M, Ohtake T, Suto A, Onishi T, Naito Y,
Yamashita T, Yonemori K, Kohno T and Shiraishi
K. Germline Variants of the POLH and RAD51
Genes are Candidate Variants Associated with
Risk of Hormone Receptor-Negative Young-Onset
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