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2. GEM-] WGA /\ZR)LICURERS=/= SNV - INDEL #%
SNV (—EEZE ) INDEL (A RKETI)
5 4% 1 2K 5 4% 1 2K
2 1 2
(%) (%)
BRI 76,768,387 35,660,425 10,202,908 4,152,671
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RAAKRELNSDEEZIEEE THD TMM D—IRE LT, AMED DOZIEDT. ToMMo
EEBIC. BFR - BREBEOH KM ZETLIC UTEARERRRAT S S/ AOR— MAKRZLT
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Z2BNB.



%15 SAEJ 4 I)LA
SAE J 4 )LI&EBEYICITS S ET. RERBEBDIZWN N> M ITBIITAICEIDEDD
H\ENR X MOEREERGLILE I DS ECDRND,

%16 2TV —A
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2015 £F Lelieveld 5(C&k2FZFK. DOI: 10.1002/humu.22813
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RITET. Wb E & BARERE CRAORHIZEE, BKRIEREBAT ) ABROT—F> T
U EMFEFAZBEL. & AEROERRZEIEY. EAN(C(E. AMED AREL
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%26 gnomAD (The Genome Aggregation Database)
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